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Fig. 1 Lysine succinylation modification
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KB KAT2A 2 T30 H3KT9 110 3 2 Mk Ak 18 1 7K 7
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COL6A3 I COLI4A 755 5% ¥ £k 7K - i % 417 1 240 Jfa
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(P, B0 55 0 3 i R B AR M G SIRTS
IS 2R R ARSE JL R B 2 ( mitochondrial malic enzyme
2, ME2) 7EI R 346 Ab MR BEFAMELL , #0% ME2 i
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PET R N AN R TG g AR AN, R
TR B FOTE £ 08 1 119 184 0 5 A% 412 11F 4 bz 1k 1) g I 4K
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Research progress on protein modification by lysine succinylation
LIU Yi', MA Haidong', YUAN Xiameng', MO Sha', CHENG Jia',

ZHU Zhendong® ,ZENG Wenxian' "
(1. School of Biological Science and Engineering, Shaanxi University of Technology, Hanzhong 723001, China;

2. College of Animal Science and Technology, Qingdao Agricultural University, Qingdao 266109, China)

Abstract ; Protein succinylation in organisms is a process wherein a succinyl donor covalently binds a succinyl group to one

or more protein lysine residues through enzymatic or non-enzymatic means, which leads to significant chemical and structural

changes to the modified protein to regulate the metabolism and signal transduction in the cell. In this paper, the site

distribution, donor source, succinyltransferase and desuccinylase of protein succinylation modification reviewed and the

important role of succinylation in energy metabolism, cell proliferation, male reproduction and autophagy were discussed,

aiming to provide a reference to discover more enzymes and substrates related to succinylation modification.

Keywords : succinylation modification; transcription; proliferation; energy metabolism; immunity; autophagy; male repro-

duction
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