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Research progress on plant PIN gene family
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(1. Xiuwen Rural Revitalization Service Center, Xiuwen Guizhou 550200, China; 2. Pepper Research Institute, Guizhou
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Abstract: Auxin efflux carrier proteins ( PIN-FORMED, PINs) are secondary transporters that facilitate efflux of plant signaling mo-
lecule auxin from cells. They play pivotal roles in multiple developmental processes in plants, including embryogenesis, organ forma-
tion, and tissue differentiation. Research progress in understanding structure, evolution, and functions of PIN proteins was
reviewed. It aims to provide insights for further research on plant PIN proteins functional analysis and to identify novel targets for crop
improvement through gene editing and other biological breeding approaches.
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